Protein consensus sequence motifs.
The large number of protein consensus sequences that may be recognized without computer analysis are reviewed. These include the extensive range of known phosphorylation site motifs for protein kinases; metal binding sites for calcium, zinc, copper, and iron; enzyme active site motifs; nucleotide binding and covalent attachment sites for prosthetic groups, carbohydrate, and lipids. Of particular notes is the increasing realization of the importance for cellular regulation of protein-protein interaction motifs and sequences that target proteins to particular subcellular locations. This article includes an introduction to accessing the many suites of programs for analysis of protein structure, signatures of protein families, and consensus sequences that may be carried out on the internet.